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The Effect of Deodorization of Brewery Sludge and Chicken Manure Composting by Inoculating Flora and Its
Mechanism
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Abstract: The self-made Flora DF-1 with the ability of removing odor was inoculated into the pile of brewery sludge and chicken manure to
inspect its influence during the process of composting. Under the different composting time conditions, the microbial community structure, the
releases of NH; and H,S concentration, pH value and the dominant microbial of flora DF—1 were investigated. The deodorization effect was ex—
amined using the method of odor by sense. The results showed that Lactococcus Lactis, Candida tropicalis and Trichoderma viride were the
dominant bacterials of flora DF—1. In the composting process of the pile of brewery sludge and chicken manure with the Flora DF-1, the odor
was small in the temperature—-rising period and high temperature period, and mild in the cooling period, but disappeared in the maturity peri—
od. It stated that the Flora DF-1 had an effective ability for deodorization in the pile composting. Three dominant bacterials of flora DF—1 were
detected in the temperature—rising period of composting. Only Lactococcus Lactis was detected in high temperature period of composting. On—
ly Trichoderma viride was detected in cooling period and maturity period of composting. It indicated that there was an alternating evolutional
process of the dominant bacterials of flora DF—1 during the composting process.
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Table 1 Selected chemical properties of brewery sludge and

chicken manure
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min, & 1FT 4 °C,

(6)pH fH: HME LB /KR 1:10 B AR
W RA S, A pH 1HIl 2 W pH B,

2 HRESH

2.1 E DF-1 (LB EFEIIHIE

B3 DF-1 853 %A 5 S SRR , R I
R DT -dm B FR A AR . DR E R R
W, LREREFRE PR HEERLS AR HK 1 55
FREE-HUN B AR 2D, VB B 4 B R R BCE
BOR, BT UL e ol W B 2B, A
B AFRSFARRIZ B SR BN, ZRA D BEERIR
WAEYITEMRA 28 vk, H P AT 4 vk, BERE 11 bR, B
13 #ko TERIHILHE B EE MR Z A, EEHE
BT U . £ LRSI R T RN R
W PR B R RAIMAE Y , BR RACR A YR 2R
HEF R BRSSO W , AR AR 5 H—3
2.2 H DF-1 EBEMHHLEE

4 BREH DR P2 U B 2 3 vk S e S A SRR L
BREA; 11 BREERER ] VITEK-32 S5 ¥ Pt 22 B
B RS R R R, ER(EREE T, i
13 MBI AR OARE . RIGRASTEYS It
TTERHE , 83T GenBank $3iE ) BLAST 344
FrIAR A AT R R Hox , A5 R BoR - w53
R BRE (Lactococcus lactis ) [FIIEME R 99%., 1B S
PHHER 2203 (Candida tropicalis ) FIEIE N 99%. %5
W58 AKRE (Trichodermaviride )[R IEMH A 99% ., 3 F

1

2
1 3 MERRIEMAY PCR § i8Rk E (1. 405 ; 2. B4 ;3.8

Figure 1 The genomic DNA electrophoresis of three dominant microbial(1 was bacterial; 2 was yeast; 3 was mold)
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Figure 2 The odor by sense versus time of two composting
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Figure 3 The release of NH; and H,S versus time of two composting

9.0

85}

pH
RIS
n o

701 W B5Fh DF-1 B

o5l O~ H:Fh DE-1 BRI
05 10 15 20 2
HEAE R/

B 4 FAHEGR pH {ERER E T 1ER

Figure 4 Change of pH versus time of two composting

90}

o5l B REFERE DF-1 Kk
aw | -O- SRR DF-1 BodfEifk
& 8.0
=
m’j;w.s
B
ﬁ7.0
ﬁas

6.0_‘

5'5 |||||||||||||||||||||

0 2 4 6 8 10 12 14 16 18 20
HERERTE)/d

5 AMEEEREEPARRETN

Figure 5 Change of the bacteria versus time of two composting
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Figure 6 The results of gram staining of Lactococcus Lactis
(Magnification was 16x100)
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Figure 7 Change of the number of fungi versus time of

two composting

B 8 AHRLBELERKRER(MAREHA 16x100)
Figure 8 The results of Candida tropicalis staining
(Magnification was 16x100)
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Figure 9 the results of Trichoderma viride staining
(Magnification was 16x100 )
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