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Research progress on the microbial degradation of tetracycline antibiotics

WANG Zhennan, BAI Mohan, LI Xiaojing, WENG Liping, YE Huike"

(Agro—Environmental Protection Institute, Ministry of Agriculture and Rural Affairs, Tianjin 300191, China)

Abstract: With the intensification of the use of antibiotics in the aquaculture industry, the problem of antibiotic pollution caused by
manure application is becoming increasingly serious. The use of microorganisms to degrade antibiotics in the environment is an effective
strategy to address this problem, and it has attracted extensive attention. In this paper, the degradation methods of tetracycline antibiotics
(TCs) and the research status of the microbial degradation of TCs are reviewed. Moreover, the influencing factors, degradation pathways,
and molecular mechanisms of the microbial degradation of TCs are introduced in detail. On this basis, the microbial degradation of
tetracycline from laboratory research to practical production and applications are discussed, and the focus of future research is suggested.
This paper provides an in—depth understanding of the microbial remediation of tetracycline, and ideas for tetracycline pollution remediation.
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Figure 1 Biodegradation pathway of tetracycline by bacterial strain Klebsiella sp. SQY5'
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Figure 2 Biodegradation pathway of tetracycline by bacterial strain Stenotrophomonas maltophilia DT1?"
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