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Mortality Differences among the Oxya chinensis Genotypes at Glucose — 6 — phosphate Isomerase by
Trichlorphon
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Abstract: The mortality differences among the allozyme genotypes of Oxya chinensis were compared between surviving and dead
groups of the grasshopper after 24 hours of injection with pesticide trichlorphon. The differently selective effects on genotypes were
observed at three polymorphic loci (GPi, Ldh, Pgm). At the loci of Ldh and Pgm, trichlorphon displayed random lethal effects on
each genotype, with no significant correlation between the genotype and lethality. However, at Gpi locus the mortality of the indi-
viduals varied depending on genotype, i. e. 47% (Gpi —AA), 58% (Gpi — AB), 56% (Gpi - BB) and 18% (Gpi — BC) respec-
tively. Chi — square independence tests demonstrated significant genotypic effects on the survivorship among the genotype pairs of:
Gpi — BC vs. Gpi —AA, Gpi - BC vs. Gpi—AB, Gpi—BC vs. Gpi —BB. These data suggested that Gpi — BC genotype of O.
chinensis related to the resistance to the pesticide trichlorphon.
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Table 1 Allele frequency at three loci in alive, dead and initial samples of Oxya chinensis after treatment with trichlorphon

. Gpi Ldh Pgm
HEIN e BL 5 — s 5 = s 5 - s
sl SETH BIHREEA [ERnE: SETH PIHREEA [RnE: JETHA FIHREEA
FEACH (N) (193)* (215) (408) (193) (215) (408) (193) (215) (408)
A 0. 189 0.214 0.202 0.758 0.771 0. 765 0. 041 0. 058 0. 050
B 0.733 0.772 0.754 0.242 0.229 0.235 0. 866 0. 854 0. 859
C 0.078 0.014 0. 044 0. 088 0. 086 0. 087
D 0. 005 0. 002 0. 004

TE e FE5 NIEVAEARH o 2 UL A0 5E AN 95% I, RV R 22 25 B P Air

K2 WEHRLEFRERE MEANBEESHEGE

Table 2 Genetic diversity at three loci in alive, dead and initial samples of Oxya chinensis after treatment with trichlorphon

FEA A A I PR 7 - YRR AR RN A IR A8 A7 - 5 28 A7 e PR PHRER
B WE — T T
peanil 193.0 (0.0) 3.3 (0.7) 0.307 (0.084) 0.345(0. 054)
SETH 215.0 (0.0) 3.0 (0.6) 0.320 (0.050) 0.325(0. 032)
(IR GREZN 408.0(0.0) 3.3(0.7) 0.314 (0. 066) 0.335(0. 042)
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Table 3 Genotype effects on lethality of trichlorphon in three poly-

morphic loci of Oxya chinensis

3 A Z A D e A R R TR S T

S Al P 7 . i P
AA 0.47(7/15)"a  0.52 (128/244) 0.60 (3/5)""
AB 0.58 (78/135)a 0.54 (74/136)  0.62 (16/26)
AC 0.60(3/5)""
BB 0.56 (124/222)a  0.43 (12/28) 0.51(161/314)
BC 0.18 (6/34)b 0.61 (28/46)
cC 0.00 (0/2)"" 0.30 (3/10)""
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Figure 1 The allozyme zymogram figures at three loci

( Gpi, Ldh and Pgm ) of Oxya chinensis
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