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Diversity of Lead-resistant Strains of Streptomycetes Isolated from Soil of Sewage Irrigation Area in Xi‘an

Northern Suburb
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(College of Life Sciences, Shaanxi Key Laboratory of Molecular Biology for Agriculture, Northwest A & F University, Yangling 712100, China )
Abstract : Totally 120 actinomycetes with cultural characteristics of Streptomycetes were isolated from soil samples of sewage irrigation area in
Xi“an northern suburb by Gause’, HV and SC medium which were added with K,Cr,0; 75 pg-mL™ and Penicillin 2 pg -mL™. 50 anti-lead
strains were screened from the mediums which were mixed with Ph(NO;), through concentration gradient. Then 14 strains which had higher
tolerance were selected as representative strains for morphological, physiological characteristics and 16S rDNA gene phylogenetic analysis. The
results showed that they were assigned to 6 color groups and in accord with Streptomycetes’ morphological and physiological characteristics;
there were 8 distinct branches in phylogenetic tree, while strain HQ0031 was far away from the branches and it would be a new Streptomycetes
species. It could be concluded that there were abundant microbial diversity among the anti—lead Streptomycetes in sewage irrigation area in
Xi“an northern suburb and that would provide new resources for bioremediation of the soil that was polluted by heavy metal.
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Figure I The relationship of medium and number of

actinomycetes isolate
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Table 1 Cultural characteristics of strain HQ0031
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Figure 2 Dendrogram of numerical taxonomy of Streptomycete
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Figure 3 Phylogenetic tree showing the relationships among representative strains of Streptomycetes and other taxa downloaded from

GenBank based on 16S rDNA sequences numbers on branch nodes are bootstrap values(1 000 samplings )
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