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Effect of transgenic maize ZZMO030 on growth and reproduction of Daphnia magna

ZHANG Li, SHEN Wen—jing, FANG Zhi—xiang, LIU Biao"

(Nanjing Institute of Environmental Sciences, Ministry of Ecology and Environment of the People’s Republic of China, Nanjing 210042,
China)

Abstract: To assess the potential risk that transgenic maize poses to aquatic organisms, the effects of the genetically modified (GM) maize
ZZMO030 were examined on the water flea Daphnia magna, as a model species for ecotoxicological studies. In a 28-day study, D. magna
were experimentally fed a basal diet of ground flour from ZZMO030 or its parental maize X249 at 1.5 g+ L' per individual per day. Overall, D.
magna fed ZZM030 and X249 showed comparable survival, body size, maturity time, first brood time, first brood size, and total number of
offspring, with no significant differences observed for any of the above parameters. This study suggests that the GM maize ZZMO030 is a safe
food source for D. magna with substantial equivalence to its parental non—GM maize.

Keywords : transgenic maize; Daphnia magna; feeding study; ecological risk assessment
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Figure 1 Survival rate of Daphnia magna fed with Chlorella
vulgaris , X249 maize and ZZMO30 transgenic maize
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Figure 2 Body size of Daphnia magna fed with Chlorella vulgaris,
X249 maize and ZZMO030 transgenic maize

F1 AEREBEAABEEBLEFESH
Table 1 Fecundity of Daphnia magna fed with Chlorella vulgaris , X249 maize and ZZMO030 transgenic maize

T H Ttems JNERE Chlorella vulgaris ¥E 249 X249 ZZM030
T YR E] Mature time/d 5.17+0.82b 9.27+0.42a 8.62+0.89a
U= 4] Age of first brood/d 8.26+0.28h 13.06+0.54a 11.8920.61a
T4 P43 5 Number of first brood/ind. 14.64+2.42a 8.11x1.55ab 6.73+0.64b
EFLF BB Total number of offspring/ind. 137.67+19.22a 72.00£16.70b 78.67+9.29h
Y #2405 Number of ephippia/ind. 0 0

T RN B DL S AR e 22" 0K | (A —AT W HA MR TR 27 AN B, AR T HREROR 2253 B3 (Tukey s test, P<0.05)

Note: Data presented are Means + SD, means with different superscripts in the same line are significantly different (Tukey's test, P<0.05).
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