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Isolation and Identification of a Strain for Quinoline Degradation
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Abstract:In order to investigate the biodegradation of nitrogenous heterocyclic compounds in petroleum contaminated soil, 155 strains of
high —efficient quinoline degradation bacteria were isolated from 45 petroleum contaminated soil samples by selective enrichment culture
when quinoline was chosen as module contaminants. The most high—efficient degradation was named QS5, its degradation rate could reach
72.6% within 72 hours when the concentration of quinoline was 500 mg*L™. At last, Q5 was identified with 16S rDNA sequence, morphologi—
cal, biochemical and physiological experiments. It was found that strain Q5 was gram—positive bacteria whose colonies were round, milky
white, glossy, viscous and had regular edge on the LB plate. At the same time, the colony was Lactobacillus, a kind of yeast, sharing the high—
est homology (99.6%) with Lactobacillus fermentum.
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Figure 2 Growth curve and quinoline degradation
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Table 1 The preliminary identification of strain Q5
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